
Fig. 5.8. Bayesian 50% majority rule ITS consensus tree showing the connection 

between Cenangium sp. and two Pinus strobus endophytes and their relationship 

within Cenangiaceae. All unlabeled branches have Bayesian posterior probability values 

of 1.0; values lower than 1.0 are presented at nodes. The tree was rooted to 

Chlorociboria aeruginascens and bars indicate expected changes per site per branch. 

Taxa in blue were endophytes derived from this study and type specimens are indicated 

in bold. 

 


