
Fig. 2.5. Maximum likelihood ITS phylogenetic tree of Mollisiaceae including 

unidentified or environmental sequences.  Tree generated with RAxML 7.2.8 with 100 

bootstrap replicates and starting with a complete random tree.  The RAxML bootstrap 

support values are displayed at the nodes and the tree was rooted to Chlorencoelia 

versiformis; bars indicate expected changes per site per branch. 

 


